. Estrogen regulated gene expression in ovariectomized mice treated with estradiol. (A) Real time RT-PCR of select E2 regulated genes at 2 h post E2 treatment in CON and GEN exposed mice. Mean± sem is plotted along with individual values. Different letters are significantly different from each other (p0.05) using Kruskal-Wallis followed by Dunn's (n=3 per group). (B) Real time RT-PCR of select E2 regulated genes at 24 h post E2 treatment in CON and GEN exposed mice. Mean ± SEM is plotted along with individual values. Different letters are significantly different from each other (p0.05) using Kruskal-Wallis followed by Dunn's (n=3 per group). (C) Real time RT-PCR of Ltf at E2 24 h or E2 3X in CON and GEN exposed mice. Mean ± SEM is plotted along with individual values. The approximate fold change at each time point is indicated for both CON and GEN (E2 versus Veh) and there was no significant difference between CON and GEN at either time point (n=3-5 per group). Figure S2 . Serum levels of estradiol and progesterone in superovulated mice. Serum estradiol (A) and progesterone (B) from CON and GEN exposed mice following superovulation on day prior to pregnancy (48 h post PMS) and the day of pregnancy (plug positive; 24 h post hCG; GD0.5). Mean± sem is plotted along with individual values. Different letters are significantly different from each other (p0.05) using Kruskal-Wallis followed by Dunn's (n=4-7 per group).
. Comparison of GEN GD3.5 gene expression data with Foxa2 cKO models on GD3.5 and real time RT-PCR of gland specific genes. (A) Venn diagrams of GD3.5 GEN versus CON uterine microarray dataset overlapped with GD3.5 Foxa2 ut-cKO versus wild type RNA-seq dataset (left) or overlapped with Foxa2 epi-cKO versus wild type RNA-seq dataset (right). (B) Real time RT-PCR of gland specific gene expression in CON and GEN exposed mice on GD3.5. Mean ± SEM is plotted along with individual values. Gene names are above each graph. *p<0.05 using Mann Whitney one-tailed test for down-regulation. *p<0.05; ns = not significant; n=6 mice per group. Figure S4 . Transverse optical sections from whole mount immunofluorescence of PND26 CON and GEN-exposed uteri. Sections are from whole mount immunofluorescence of CDH1 (red) and FOXA2 (green). Cells that are both CDH1 + and FOXA2+ are yellow. Yellow arrows indicate example glands observed in these images. Scale bar = 100 μm. 
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